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E X E C U T I V E S U M M A R Y 

• The 2009 BTV Vector Surveillance Programme involved weekly field sampling 

over the complete year at 10 sites previously investigated fi-om April to December 

2007 and over the entire year of 2008. 

• Protocols developed in 2007 and 2008 resulted in efficient 2009 field sampling and 

collection of relevant enviroimiental data. Likewise, specimen transport and 

laboratory entomological species determinations presented few problems in 2009.. 

Culicoides samples were obtained on 92% of the total scheduled sampling events 

(520) and sampling gaps were partly attributable to extreme weather events. 

• It is estimated that 167,921 Culicoides were sampled in the 10 sites and full 

taxonomic determinations ofthe 25 species/species complexes present were made. 

• The duration of the 2009 Culicoides activity season, April (week 17) to December 

(week 50) was similar in those recorded in 2007 and 2008. 

• Differences in mean monthly Culicoides abundances were noted, when 

comparisons were made between the results for the three years (2007-2009) in 

which Culicoides assemblages were sampled. These reflected differences in 

meteorological conditions during the three year smdy period. Cold, wet, windy 

conditions were associated with reduced Cidicoides catches. 

• The majority (83%) of the Culicoides specimens sampled in 2009 can be regarded 

as potential BTV vectors. Compared to 2008 and 2007, midges in the C. pulicaris 

complex were proportionally more abundant in 2009 than were those in the C. 

obsoletus complex. 

• Differences in results obtained in 2007, 2008 and 2009 environmental conditions 

were reflected in the overall annual population dynamics of Cidicoides. However, 

as in previous years, considerable week to week variations in total Culicoides 

counts and activities of particular species/species complexes occurred in 2009. 

These were also influenced by changes in weather conditions (wind speed, rainfall, 

etc.). 

• The 8 most abundant species/species complexes recorded in 2009 (C. pulicaris, C. 
dewulfi, C. punctatus, C. achrayl, C. newsteadi, C. obsoletus, C. reconditus/segnis 
and C. nubeculosus) were very similar to those recorded 2007 and 2008. However, 
there were some differences such as C. newsteadi which was recorded for the first 
time in 2009. 

• The difference in the BTV vector-free period between years was relatively minor 

and this period (early December-late April) may provide opportunities for livestock 

movements that would otherwise involve risk of BTV transmission. 

• The need to archive data and Culicoides specimens, so that fumre BTV vector 

surveillance and monitoring activities are facilitated, is recognised. Concem is 

expressed about potential loss of taxonomic expertise, which will be essential in the 

event of a BTV outbreak when a BTV modified vector monitoring programme may 

have to be initiated at short notice. 
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I N T R O D U C T I O N 

The threat of bluetongue disease in Irish livestock is a matter of concem. Bluetongue is 
an infectious, non-contagious, arthropod borne disease affecting mminants. The namral 
host range is strictly limited to mminants, though sero-conversions without disease have 
been reported in carnivores (Alexander, C. et al, 1994). The causative agent is 
Bluetongue Vims (BTV) which is transmitted amongst vertebrate hosts by certain 
species of Culicoides midges (Mellor et al, 2000). The disease has at least 24 known 
serotypes and different vector species have been implicated in transmission of blue 
tongue disease, which occurs widely throughout the warmer regions of the world. 

Bluetongue was reported, for the first time, in several Northem European 
countries in August 2006. Initially observed in the area where Belgium, the 
Netherlands and Germany share borders, the disease was rapidly and widely 
disseminated with outbreaks subsequently being reported in France and Luxembourg in 
2006 (Meroc et al, 2008). In 2007 and 2008 outbreaks were also reported in the UK. 
The vims involved was shown to be the BTV-serotype 8, a form not previously reported 
in Europe and which, prior to the present epidemic, has only occurred in Africa, Central 
America, Malaysia and India/Pakistan (Meroc et al, 2008) (Fig. 1). The change in 
disease statos in Great Britain to BTV-8 Low Risk Zone in June 2010 reflects the 
improving BTV stams there, following no vims circulation for two years. However, the 
epidemiology of BTV in north-western Europe is still an area of active research and, 
apart from uncertainties conceming weather, many aspects of vector ecology require 
additional research before accurate forecasting of potential BTV outbreaks can be 
provided. 

Bluetongue 
Restricted zones' as of 03 June 2010 

This map incluiles information on tile bluetongue virus serotypes circulating in eacli 
restricted zone, wtticii permits, for tlie purposes of Aiticles 7 and 8 of Regulation No 
1266,7007, the identification of the restricted zones demarcated in different Member States 
where the same bluetonyue virus serotypes are circulating. 
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Figure 1 - Map illustrating the current spread of Bluetongue serotypes across Europe. 
(http://ec.europa.eu/food/animal/diseases/controlmeasures/bt restrictedzones-map.jpg) 


